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Safety assessment of Lactobacilli isolated 
from foods of animal origin

Sicherheitsbewertung von aus Lebensmitteln 
tierischen Ursprungs isolierten Laktobazillen

Didem Akpınar Kankaya1), Banu Özden Tuncer2), Yasin Tuncer2)

Summary  In this study, lactobacilli strains that were isolated from different foods of animal origin 
were identified at the species level and investigated for antibiotic resistance, virulence 
factors, biofilm, and biogenic amine production characteristics. According to the results 
of the 16S rDNA sequence analysis, thirty isolates were identified as 22 Lactiplantiba-
cillus plantarum, three Lacticaseibacillus paracasei subsp. tolerans, two Latilactobacillus 
sakei subsp. sakei, one Lacticaseibacillus rhamnosus, one Limosilactobacillus fermentum, 
and one Lactilactobacillus curvatus. By disk diffusion test, all strains were found to be 
resistant to at least one antibiotic. Most of the strains were found resistant to vancomy-
cin (90%), followed by cefoxitin (86.67%) and norfloxacin (66.67%). The only vanX 
gene (93.33%, 28/30) was detected in strains, but no other antibiotic resistance genes 
were detected in any of the strains. PCR findings revealed the presence of the acm (3/30, 
10%) and efaA

fs
 (1/30, 3.33%) genes in strains, but other virulence factor genes were 

not detected in any of the strains. The biofilm production genes were not found in any 
of the isolates. Only the tyrosine decarboxylase gene tdc was found in Lactilactobacillus 
curvatus DYB17, which dexarcoxylates tyrosine.
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Introduction

Lactic acid bacteria (LAB) are industrially important bac-
teria known for their fermentative properties as well as 
their positive effects on nutrition and health (Badr et al., 
2005). Certain lactobacilli belonging to the LAB family 
are used as starters or beneficial cultures in traditional ap-
plications and are employed as probiotics to help human 
health. The nomenclature of the genus Lactobacillus was 
revised in 2020 and Lactobacillus plantarum, Lactobacil-
lus paracasei subsp. tolerans, Lactobacillus sakei subsp. 
sakei, Lactobacillus rhamnosus, Lactobacillus fermen-
tum and Lactobacillus curvatus were renamed as Lacti-
plantibacillus plantarum, Lacticaseibacillus paracasei 
subsp. tolerans, Latilactobacillus sakei subsp. sakei, Lacti-
caseibacillus rhamnosus, Limosilactobacillus fermentum, 
Latilactobacillus curvatus respectvly (Zheng et al., 2020). 
However, in the article, the term Lactobacillus in the old 
nomenclature was used for convenience in specifying the 
strains. Several Lactobacillus species have been given ‘ge-
nerally recognized as safe’ (GRAS) status and are consi-
dered safe for human and animal consumption (Todorov 
et al., 2017). However, lactobacilli can also cause some 
infections such as endocarditis, bacteremia, and absces-
ses (Slover and Danziger, 2008). Moreover, there is a risk 
that these bacteria may act as reservoirs for the spread of 
antibiotic resistance genes to other bacteria (Mathur and 
Singh, 2005; Bernardeau et al., 2006; Courvalin, 2006a). 
Bacteria can show intrinsic or acquired resistance to the 
main groups of antibiotics used clinically (Davies and Da-
vies, 2010; Fraqueza, 2015). In addition to medical treat-
ment, antibiotics are also used in livestock and agricultu-
ral production (Nisha, 2008; Dugassa and Shukuri, 2017). 
This has led to an increase in the incidence of resistant 
strains (Ammor et al., 2007). Previous studies show that 
beneficial and common bacterial populations play a role in 
the transfer of antibiotic resistance to pathogenic and op-
portunistic pathogenic bacteria (Levy and Marshall, 2004; 
Salyers et al., 2004). Glycopeptide group antibiotics, which 
act by modifying the antibiotic target, are mainly used in 
the treatment of infections caused by Gram-positive bac-
teria (Kristich et al., 2014). Lactobacilli are inherently 
resistant to vancomycin, which works by interfering with 
the production of peptidoglycan precursors, which are ne-
cessary for the formation of the bacterial cell wall (Elio-
poulos and Gold, 2001; Courvalin, 2006b; Goldstein et al., 
2015). Compared to enterococci, although lactobacilli lack 
vanA, vanB, and vanC genes (Klein et al., 2000), some 
strains of lactobacilli have the vanX gene encoding D-ala-
D-ala dipeptidase, which is essential for cell wall synthesis 
(Liu et al., 2009). For this reason, their survival even with 
the use of antibiotics strengthens the use of these bacteria 
for probiotic purposes (Das et al., 2020). However, there 
is a risk that probiotic bacteria with transferable antibio-
tic resistance genes may act as reservoirs for transferring 
these resistance genes to other bacteria. The emergence of 
vancomycin-resistant strains has been a cause for concern, 
especially since vancomycin is used as a last resort in the 
treatment of infections caused by multi-resistant Gram-
positive bacteria (Garcia-Migura et al., 2007; Fisher and 
Philips, 2009).

The presence of virulence factors increases the like-
lihood that bacteria will cause disease. The virulence 
factors of LAB, especially of enterococci, have been 
well researched. However, the long history of safe use of 
non-enterococcal LAB and their low virulence potential 

make it difficult to find virulence factors for these bacte-
ria (Franz et al., 2010). Even if the presence of virulence 
factors does not necessarily result in clinical infections, 
commensal bacteria that contain virulence factors may 
mediate the spread of virulence genes to other bacteria 
(Eaton and Gasson, 2001; Comerlato et al., 2013; Jimenez 
et al., 2013). Despite the fact that lactobacilli are generally 
recognized as safe, it is important to investigate the viru-
lence factors they have due to their potential applications 
in food products (Eaton and Gasson, 2001).

Biofilm formation is a dynamic process that is affec-
ted by various environmental parameters such as bacte-
rial strain, surface properties, pH, nutrient concentration, 
and temperature (Donlan, 2002). Biofilm production all-
ows bacteria to adapt to harsh environmental conditions 
(Zhang et al., 2013) and also protects them from antibiotics 
and enzymes (Lewis, 2001). Biofilm formation is seen as 
a positive feature for probiotic microorganisms to adhere 
to surfaces and create various health effects (Lepargneur 
and Rousseau, 2002). On the other hand, biofilm produc-
tion is accepted as a potential danger in the food industry, 
as it enables bacteria to be resistant to adverse conditions 
and causes bacterial contamination in foods (Kumar and 
Anand, 1998). Biogenic amines are naturally produced by 
plants, animals, and microorganisms (Shalaby, 1996) and 
play a role in the fulfillment of various activities of the 
cell (Medina et al., 2003). However, consumption of foods 
containing high amounts of biogenic amines leads to toxic 
results (Shalaby, 1996). The presence of biogenic amines 
in foods is an indicator of undesirable microbial activity. 
High biogenic amine levels in foods are considered an in-
dication of faulty production or food spoilage (Linares et 
al., 2011).

The European Food Safety Authority (EFSA) has ad-
opted a general approach to the safety assessment of mi-
croorganisms used in food and feed and has included a 
group of microorganisms in the ”Qualified Presumption 
of Safety“ (QPS) application (EFSA, 2005). In order to 
prevent the transmission of antibiotic resistance genes to 
pathogenic or other commensal bacteria, it is not desirable 
to have antibiotic resistance genes in starter or protective 
cultures, according to QPS conditions (EFSA, 2012). It is 
also desirable that these strains do not have other viru-
lence factors and biogenic amine production characteris-
tics (EFSA, 2011). For this reason, in this study, antibiotic 
resistance profiles, antibiotic resistance genes, virulence 
factors, biofilm and biogenic amine production properties 
of lactobacilli strains isolated from foods of animal origin 
were investigated.

Material and methods

Bacteria and growth conditions
A total of 30 isolates obtained from the Süleyman Demirel 
University Bacterial Genetic Laboratory culture collecti-
on were used in this study. These isolates were previously 
isolated from different foods of animal origin such as tra-
ditional Turkish cheeses, raw red meat, red meat products 
(sucuk and pastırma), raw chicken meat and sea fish. Iso-
lates were randomly picked from vancomycin-containing 
(4 µg/mL) enterococcosel agar (BBL, Becton Dickinson 
and Company, Spark, USA) during the isolation of vanco-
mycin-resistant enterococci from food samples of animal 
origin according to Robredo et al. (2000). Thirty isolates 
were identified as Gram-positive bacilli were stored at 

Ausgabe für imr:livelyzachary

Ausgabe für imr:livelyzachary

Die Inhalte sind urheberrechtlich geschützt. Eine Weitergabe an unberechtigte Dritte ist untersagt.

Die Inhalte sind urheberrechtlich geschützt. Eine Weitergabe an unberechtigte Dritte ist untersagt.



111Journal of Food Safety and Food Quality 74, Heft 4 (2023), Seiten 101–128

The contents are protected by copyright. The distribution by unauthorized third parties is prohibited.

–32°C by adding 20% sterile glycerol. Isolates were grown 
in de Man Rogosa Sharpe (MRS, Biokar, France) broth at 
37°C for 18 h before analysis.

Identification of isolates
Genomic DNA samples were extracted from isolates using 
a combination of the methods of Cancilla et al. (1992) and 
Abed (2013). Briefly, 0.5 mL of overnight cultures were 
centrifuged (15394 xg for 5 min) in 2 mL Eppendorf tubes, 
and cell pellets were dissolved in 0.5 mL of lysis buffer. 
Tubes were incubated in a water bath at 37°C for 60 min. 
Then, 2 µL of proteinase K (50 mg/mL) was added to the 
tubes and incubated at 37°C for 15 min. Following incuba-
tion, 30 µL of 10% (w/v) sodium dodecyl sulfate was added 
to the tubes and incubated for 5 minutes at 80°C. Then 
0.7 mL of phenol-chloroform (1:10, v/v) was added to the 
cell suspensions and the tubes were centrifuged (15394 xg 
for 5 min) and this step was repeated two times. The upper 
phase was taken into new sterile tubes, 0.7 mL of 2-propa-
nol was added, and the tubes were centrifuged (15394 xg 
for 5 min). The nucleic acid pellet was also extracted using 
1 mL of 70% ethanol and centrifuged (15394 xg for 5 min). 
The precipitates were dissolved in 50 µL of Tris-EDTA 
buffer (pH 8.0) and stored at –20°C. The presence of the 
obtained genomic DNA samples was checked in gels pre-
pared with a 0.7% (w/v) agarose ratio.

The universal bacterial primers pA and pE‘ were used 
in the amplification of the 16S rDNA region of the isolates 
by PCR (Edwards et al., 1989). Amplified products were 
analyzed in a 1% (w/v) agarose gel. DNA sequence ana-
lysis of PCR products was carried out by BM Labosis (An-
kara, Turkey). The 16S rDNA sequence similarity of the 
samples was determined using the BLAST program of the 
National Center for Biotechnology Information (NCBI) 
Basic Local Alignment Search Tool (BLAST) algorithm.

Antibiotic susceptibility
The antibiotic susceptibility of isolates was determined 
using the disk diffusion test. The test was performed on 
Mueller Hinton agar (LAB M, Lancashire, United King-
dom) plates using 18 commercial antibiotic disks: ampicil-
lin (10 µg), erythromycin (15 µg), gentamicin (10 µg and 120 
µg), kanamycin (30 µg), clindamycin (2 µg), chlorampheni-
col (30 µg), norfloxacin (10 µg), ofloxacin (5 µg), penicillin 
G (10 U), rifampin (5 µg), cephalothin (30 µg), cefoxitin 
(30 µg), ciprofloxacin (5 µg), streptomycin (10 µg and 300 
µg), tetracycline (30 µg), vancomycin (30 µg) (Oxoid Ltd., 
UK). Strains were classified as resistant, intermediary, or 
susceptible according to Charteris et al. (1998) and CLSI 
(2016) guidelines.

Minimum inhibitory concentration (MIC)
The minimum inhibitory concentration (MIC) of isolates 
against vancomycin was tested using E-test strips (Liofil-
chem, Italy) according to the method recommended by the 
manufacturer. Enterococcus faecalis ATCC 29212 (van–) 
and E. faecium ATCC 51559 (vanA+) strains were used as 
controls in the MIC test.

Antibiotic resistance genes
Erythromycin (ermA, ermB, ermC), tetracycline (tetK, 
tetL, tetM, tetO, tetS), vancomycin (vanA, vanB, vanC1, 
vanC2, vanC3, vanD, vanE, vanG, vanX) and amino-
glycoside (aph(3’)-IIIa, ant(4’)-Ia, ant(6’)-Ia, aac(6’)-
Ie-aph(2’’)-Ia, aph(2’’)-Ib, aph(2’’)Ic, aph(2’’)-Id) re-
sistance genes in isolates were investigated by PCR using 

specific primer pairs and protocols indicated by previous 
researchers (Dutka Malen et al., 1995; Lemcke and Bülte, 
2000; Vakulenko et al., 2003; Depardieu et al., 2004; Ouo-
ba et al., 2008; Liu et al. 2009; Niu et al., 2016). E. faecium 
ATCC 51559 (vanA+), E. faecalis ATCC 51299 (aph(3’)-
IIIa+, aac(6’)-Ie-aph(2’’)-Ia+, ant(6’)-Ia+, vanB+), E. 
gallinarum DYE45 (ermA+, ermB+), E. casseliflavus 
DYE26 (tetS+, vanC2+, vanC3+), E. gallinarum DYE22 
(vanC1+, vanD+) (Akpınar Kankaya and Tuncer, 2020), 
E. faecium FYE41 (ermC+, tetM+, tetL+) (Demirgül and 
Tuncer, 2017), E. faecium MSE53.1 (ant(4’)-Ia+, aph(2’’)-
Ib+, aph(2’’)Ic+) (Yalçın et al., 2023) were used as positive 
controls in the experiments.

Hemolytic and gelatinase activities
For the detection of hemolytic activity, the overnight cul-
tures grown in MRS broth were transferred to blood agar 
(5% v/v) medium (Liofilchem) with the sterile loop and 
plates kept at 37°C for 48 hours of incubation. At the end 
of the incubation period, the formation of a clear zone 
around the colonies was evaluated as beta (b) hemolytic, 
the formation of a fuzzy greenish zone was considered 
alpha (a) hemolytic, and the absence of a zone was con-
sidered a gamma (g) hemolytic reaction (Cariolato et al., 
2008). In the hemolytic activity test, b-hemolytic Staphy-
lococcus aureus ATCC 25923 was used as a control strain.

For the detection of gelatinase activity, overnight cultu-
res were spread on Todd-Hewitt agar medium (Liofilchem) 
containing 3% gelatine (Merck, Germany) and incubated 
at 37°C for 24 hours. After the incubation period, the Petri 
dishes were kept in a refrigerator at 4°C for 5 hours. At the 
end of the period, the formation of an opaque zone around 
the colonies was accepted as a positive result (Eaton and 
Gasson, 2001). The E. faecalis NYE7 strain was used as a 
positive control in the gelatinase test (Inoğlu and Tuncer, 
2013).

Detection of virulence factors
For the detection of virulence genes in isolates, gelatinase 
(gelE), cell wall adhesins (efaAfm, efaAfs), sex pheromones 
(cpd, cob, ccf, cad), collagen binding protein (ace, acm), 
aggregation protein (agg), cytolysin (cylM, cylB, cylA) 
and hyaluronidase (hyl) encoding genes were investigated 
by PCR (Eaton and Gasson, 2001; Vankerckhoven et al., 
2004; Reviriego et al., 2005; Camargo et al., 2006; Bel-
gacem et al., 2010). The E. faecalis ATCC 29212 (gelE+, 
efaAfs

+, cpd+, cob+, ccf+, cad+, ace+, acm+, cylB+, cylA+) was 
used as a positive control strain (Kasap and Tuncer, 2019).

Detection of biofilm production genes
The existence of genes involved in the production of ex-
tracellular surface protein (espfm, espfs), endocarditis and 
biofilm-associated pili (ebpA, ebpB, ebpC), and D-ala-
nine lipotaichoic acid (dltA) in isolates was investigated 
according to Reviriego et al. (2005), Nallapareddy et al. 
(2006), and Fabretti et al. (2006).

Detection of biogenic amine production and amino 
acid decarboxylase genes
For the detection of the biogenic amine production of the 
isolates, basal medium containing lysine, tyrosine, ornithine, 
or histidine (Merck) precursor amino acids with a final con-
centration of 1% was used (Bover-Cid and Holzapfel 1999). 
The presence of histidine (hdc), lysine (ldc), ornithine (odc) 
and tyrosine (tdc) decarboxylase genes in isolates was inves-
tigated using the primers given by De Las Rivas et al. (2006).
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Results and discussion

Identification of isolates
According to 16S rDNA gene sequence analysis, 30 iso-
lates were identified to be Lactiplantibacillus plantarum 
(22), Lacticaseibacillus paracasei subsp. tolerans (3), La-
tilactobacillus sakei subsp. sakei (2), Lacticaseibacillus 
rhamnosus (1), Limosilactobacillus fermentum (1), and 
Lactilactobacillus curvatus (1). LAB are used as starter 
cultures in the production of many fermented foods due to 
their fermentation abilities.

The metabolites produced by LAB not only provide 
the desired taste, aroma, and textural properties to fer-
mented products, but also contribute to extending the 
shelf life of the products (Rattanachaikunsopon and 
Phumkhachorn, 2010). Previous studies have shown that 
lactobacilli can be isolated in many fermented foods (Liu 
et al., 2009;  Nawaz et al., 2011; Kumar and Kumar, 2015; 
Yüceer and Özden Tuncer, 2015; Eid et al., 2016; Sharma 
et al., 2016; Kakelar et al., 2019). Similar to our results, 
Dos Santos et al. (2015) reported that vancomycin-resis-
tant L. rhamnosus and L. plantarum strains were isola-
ted from Coalho cheese in Brazil. Pavli et al. (2016) found 

that lactobacilli isolated from traditional dairy products in 
Greece also include vancomycin-resistant L. plantarum, 
L. pentosus, L. paraplantarum, L. sakei, and L. brevis. 
Sharma et al. (2016) identified vancomycin-resistant L. 
rhamnosus, L. acidophilus, L. fermentum, and L. plan-
tarum strains from commercial probiotic and pharmaceu-
tical products.

Antibiotic susceptibility

The antibiotic resistance profiles of the isolates are given 
in Table 1. It was found that 90% (27/30) of the isolates 
had multidrug resistance. Similar to our results previous 
studies indicated that multidrug resistance was observed 
in Lactobacillus isolates (Kumar and Kumar, 2015; Anis-
imova and Yarullina, 2019). Considering that the exami-
ned isolates are food isolates, this situation may pose a 
serious threat to public health. Resistance to vancomycin 
(90.0%, 27/30), cefoxitin (86.67%, 26/30) and norfloxacin 
(66.67%, 20/30) was found to be most common among 
the isolates. Isolates were found to be resistant to other 
antibiotics used in this study at different rates. Antibiotic 
susceptibility and resistance rates of isolates were given in 
Table 2.

TABLE 1:   Antibiotic resistance profile, antibiotic resistance genes, hemolytic and gelatinase activities, virulence genes, 
biofilm formation genes, biogenic amine production and decarboxylase genes in isolates.

aAMP: Ampicillin, CN: Gentamicin (10 µg), K: Kanamycin, NOR: Norfloxacin, OFX: Ofloxacin, P: Penicillin, RD: Rifampin, KF: Cephalothin, FOX: Cefoxitin, CIP: Ciprofloxacin, S: Streptomycin (10 µg), VA: Vancomycin

TABLE 2:   Antibiotic susceptibility and resistance (%) of vancomycin-resistant lactobacilli isolates.

aCharteris et al. (1998); bCLSI (2016) Performance Standards for Antimicrobial Susceptibility Testing 26th Information Supplement. cPenicillin G 10 U/disk; dR: resistant, I: intermediary, S: susceptible
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Since the ribosome is responsible for the synthesis of all 
cell proteins, it is an important target for antibiotics. Many 
antibacterial agents prevent cell development by affecting 
ribosome functions (Wilson, 2014; Lin et al., 2018). Due 
to the low permeability of the cell surface to aminoglyco-
sides, lactobacilli are usually intrinsically resistant to low-
level aminoglycosides, which act by disrupting the protein 
synthesis of the cell (Liu et al., 2009; Sharma et al., 2016; 
Anisimova and Yarullina, 2019). Disk difusion test results 
showed that a low rate of isolates were found to be resistant 
to kanamycin (13.33%), low-level streptomycin (10%), and 
low-level gentamicin (6.67%). Contrary to our results, high 
rates of aminoglycoside resistance have been reported in 
previous studies (Yüceer and Özden Tuncer, 2015; Sharma 
et al., 2016; Anisimova and Yarullina, 2019). However, all 
(100%) of the isolates examined in our study were found to 
be susceptible to high-level gentamicin and streptomycin, as 
well as 73.33% of isolates were found to be sensitive to ka-
namycin. Lactobacilli do not usually cause infections. Ho-
wever, they can cause various infections in immunocompro-
mised individuals. Because of the synergistic effect, the use 
of aminoglycosides together with b-lactams is generally re-
commended in the treatment of these infections (Slover and 
Danziger, 2008; Grazioli-Gauthier et al., 2022). Moreover, 
aminoglycosides have an important role in the treatment 
of infections caused by pathogenic bacteria that threaten 
human life. Therefore, the spread of high-level amino-
glycoside resistance in bacteria leads to difficulties in the 
treatment of bacterial infections (Jaimee and Halami, 2016; 
Sparo et al., 2018). The fact that a high-level aminoglycosi-
de resistance can be encoded on mobile genetic elements 
raises concerns due to the possibility of transmission of re-
sistance genes from commensal bacteria to pathogenic bac-
teria (Özdemir and Tuncer, 2020; Yalçın et al., 2023). The 
use of clinically important antibiotics for growth-promoting 
purposes in animals is prohibited in most countries (Jaimee 
and Halami, 2016; Sparo et al., 2018). However, aminogly-
coside antibiotics are recommended for use as therapeutic 
and protective agents in farm animals due to their effects 
against Gram-positive and Gram-negative bacteria (Jaimee 
and Halami, 2016). High-level aminoglycoside resistance is 
associated with transferable aminoglycoside-modifying en-
zymes (AMEs) genes (Niu et al., 2016; Özdemir and Tun-
cer, 2020). Therefore, the sensitivity of isolates to high-level 
aminoglycosides is important for the safety of the strains.

Antibiotics, members of the macrolide group, target 
the bacterial ribosome and also inhibit protein synthesis 
(Vázquez-Laslop and Mankin, 2018). It was determined 
that 96.67% of the isolates were susceptible to the macro-
lide group antibiotic erythromycin. Similar to our results, 
lactobacilli from fermented milk products and traditional 
fermented foods were found to be sensitive to erythromy-
cin in previous studies (Liu et al., 2009; Turchi et al., 2013; 
Yadav et al., 2016; Saif and Sakr, 2020). 

Quinolones inhibit DNA replication by binding to type 
II topoisomerases (DNA gyrase and DNA topoisomerase 
IV), which are responsible for DNA supercoiling (Kristich 
et al., 2014). In this study, 66.67% (/30), 26.67% (/30) and 
10% (3/30) of isolates were found to be resistant to norflo-
xacin, ofloxacin and ciprofloxacin, respectively. Similarly, 
the presence of lactobacilli resistant to norfloxacin, ofloxa-
cin, and ciprofloxacin has been reported by Sharma et al. 
(2016) and Anisimova and Yarullina (2019). Yüceer and 
Özden Tuncer (2015) reported that all of the lactobacilli 
isolated from fermented Turkish sausages were resistant 
to ofloxacin and 83.33% to norfloxacin.

The glycopeptide antibiotic vancomycin acts by inhibi-
ting the synthesis of peptidoglycan, which provides mecha-
nical stability to the cell wall. Vancomycin is used in the 
treatment of infections caused by Gram-positive bacteria 
with multiple antibiotic resistance and is very important in 
clinical applications (Kristich et al., 2014). For this reason, 
the presence of transferrable vancomycin resistance genes 
in lactobacilli used for commercial purposes is the main 
concern due to the possibility of transferring antibiotic 
resistance genes to pathogenic bacteria (Bernardeau et al. 
2008). On the other hand, it has been reported that some 
Lactobacillus species are naturally resistant to vancomy-
cin (Gueimonde et al., 2013). Different researchers stated 
that the Lactobacillus isolates they examined were highly 
resistant to vancomycin (Yüceer and Özden Tuncer, 2015; 
Sharma et al., 2016; Anisimova and Yarullina, 2019; Saif 
and Sakr, 2020). The data that 90% of the lactobacilli iso-
lates examined in this study were resistant to vancomycin 
is similar to the previous data. The MIC values of all iso-
lates were found to be > 256 µg/mL for vancomycin. The 
data obtained in this study shows similarities with the stu-
dies conducted by different researchers (Dos Santos et al., 
2015; Georgieva et al., 2015;  Pavli et al., 2016). In a study 
examining the antimicrobial activity and antibiotic suscep-
tibility of Lactobacillus isolates collected from different 
ecological niches, it was reported that 10 of 23 Lactoba-
cillus isolates were resistant to vancomycin (> 256 µg/mL) 
(Georgieva et al., 2015). Dos Santos et al. (2015) reported 
that L. plantarum and L. rhamnosus isolates (except L. 
plantarum EM270), which they examined, showed high 
resistance to vancomycin (MIC >256 µg/mL). Pavli et al. 
(2016) found that the vancomycin MIC values of Lactoba-
cillus isolates that they isolated from traditional fermented 
products of Greece were >256 µg/mL (except L. lactis T4 
with an MIC of 32 µg/mL and L. brevis T47 with an MIC of 
64 µg/mL). Although all isolates were found to be resistant 
to vancomycin according to the MIC results, Lactiplanti-
bacillus plantarum DYB15, Latilactobacillus sakei subsp. 
sakei DYB21, and Latilactobacillus sakei subsp. sakei 
DYB22 strains were determined sensitive to vancomycin 
by the antibiotic disk diffusion test. A 10% very major er-
ror was found when disk diffusion results and MIC values 
of the isolates were compared. This means that these three 
strains were found to be false-susceptible in the disk diffu-
sion test. The very major error rate of isolates was found 
to be higher than acceptable error rates (3%) according 
to CLSI guidelines (CLSI, 2016). The results of antibiotic 
susceptibility tests showed that the vancomycin susceptibi-
lity of lactobacilli isolates should be examined according 
to the MIC method. Similarly, very major errors were re-
ported for the antibiotic disk diffusion test for vancomy-
cin (Akpınar Kankaya and Tuncer, 2020) and high-level of 
gentamicin and streptomycin (Özdemir and Tuncer, 2020).

Another peptidoglycan inhibitor is b-lactam group 
of antibiotics (Pandey and Cascella, 2021). In this study, 
46.67% and 96.67% of the isolates were found to be su-
sceptible to penicillin G and ampicillin, respectively. Si-
milar to our results, previous studies have shown that lac-
tobacilli are sensitive to penicillin G (Bacha et al., 2010; 
Yüceer and Özden Tuncer, 2015; Talib et al., 2019) and 
ampicillin (Sharma et al., 2016; Anisimova and Yarullina, 
2019; Talib et al., 2019). Beta-lactams are broad-spectrum 
antibiotics used for clinical purposes. Compared to other 
classes, beta-lactam antibiotics are generally safe and well 
tolerated (Chiriac et al., 2017). For this reason, resistance 
to this group of antibiotics is a concern for public health.
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All isolates tested in the study were found susceptible 
to chloramphenicol, which is in agreement with the results 
obtained in previous studies (Liu et al., 2009; Turchi et 
al., 2013; Sharma et al., 2016; Anisimova and Yarullina, 
2019). All of the strains examined in this study were found 
to be sensitive to tetracycline and clindamycin, and 90% 
to rifampin. Previous studies have shown that lactobacil-
li are generally sensitive to tetracycline and clindamycin, 
which act by inhibiting protein synthesis (Sharma et al., 
2016; Anisimova and Yarullina, 2019; Talib et al., 2019). 
Cefoxitin is another antimicrobial to which lactobacilli are 
generally considered resistant. Cell wall impermeability 
is probably the main mechanism of resistance to cefoxitin 
(Delgado et al. 2007). The lactobacilli examined were ge-
nerally resistant (86.67%) against cefoxitin. At the same 
time, 73.33% of the isolates were found to be susceptible 
to cephalothin. Similarly, Sharma et al. (2016) stated that 
90% of the isolates they examined were susceptible to 
 cephalothin.

Antibiotic resistance genes
Today, the spread of antibiotic resistance among pathoge-
nic bacteria poses a global risk to public health. The use of 
antibiotics outside of clinical practice not only promotes 
the development of antibiotic resistance in bacteria, but 
may also lead to the spread of resistant pathogenic bac-
teria, which may compromise the efficacy of antibiotic 
therapy. The high intake of LAB, which contain trans-
ferable antibiotic resistance genes, into the body through 
foods raises the risk that these bacteria could act as a re-
servoir for the spread of resistance genes to other bacteria 
(Rozman et al., 2020). Of the resistance genes tested in 
this study, only vanX could be detected among the isolates 
(Table 1). The presence of the vanX gene was detected in 
all isolates, except Limosilactobacillus fermentum DYB11 
and Lacticaseibacillus paracasei subsp. tolerans DYB29. 
Similar to our results, previous studies indicated that the 
vanX gene is commonly observed among Lactobacillus 
isolates (Guo et al., 2017; Anisimova and Yarullina, 2019). 
It is thought that vancomycin resistance is provided by a 
different mechanism in Limosilactobacillus fermentum 
DYB11 and Lacticaseibacillus paracasei subsp. tolerans 
DYB29 strains with phenotypically vancomycin-resistant 
detected but no vanX gene found. Similarly, Toomey et 
al. (2010), Zhang et al. (2013), and Shao et al. (2015) did 
not detect the presence of vancomycin resistance genes in 
phenotypically vancomycin-resistant Lactobacillus isola-
tes. Even if the isolates are resistant to antibiotics, they 
may not contain antibiotic resistance genes. This may be 
due to the presence of natural antibiotic resistance in iso-
lates, biofilm formation, mutations or changes in mem-
brane structure, or the presence of resistance genes in iso-
lates that could not be detected by the methods used in the 
study (Zhang et al., 2013). 

Erythromycin, tetracycline, gentamicin, and streptomy-
cin resistance genes were not detected in any of the isola-
tes by PCR. These results confirm the disk diffusion test 
results. According to antibiotic disk diffusion results, all of 
the isolates were found to be sensitive to erythromycin (ex-
cept for intermediate resistant Lactiplantibacillus plan-
tarum DYB7), tetracycline, high-level gentamicin, and 
high-level streptomycin. Conversely to our results, it was 
reported that erythromycin (Ammor et al., 2008; Comu-
nian et al., 2010; Mayrhofer et al., 2010; Nawaz et al., 2011; 
Gueimonde et al., 2013; De Souza et al., 2019; Arellano et 
al., 2020), tetracycline (Comunian et al., 2010; Mayrhofer 

et al., 2010; Nawaz et al., 2011; Gueimonde et al., 2013; 
Arellano et al., 2020), gentamicin (Shao et al., 2015; De 
Souza et al., 2019; Arellano et al., 2020) and streptomycin 
(Shao et al., 2015; De Souza et al., 2019; Arellano et al., 
2020) resistance genes were previously detected in Lacto-
bacillus isolates. It is important for the safety of isolates 
that they do not include antibiotic resistance genes that 
may be transferred to other organisms.

Hemolytic and gelatinase activities
As a result of the hemolytic activity test, it was determi-
ned that 27 (90%) of the isolates showed weak a-hemolytic 
activity, two (6.67%) showed a-hemolytic activity and one 
(3.33%) g-hemolytic activity. b-hemolytic activity was not 
detected in any of our isolates (Table 1). Lactobacillus iso-
lates were shown to be absent of b-hemolytic activity in 
a number of investigations (Saelim et al., 2017; Abouloi-
fa et al., 2020; Banwo et al., 2021), which is in agreement 
with our results. Since hemolytic activity is an important 
virulence factor that threatens human health, isolates to 
be used as starter cultures or for probiotic purposes should 
not show beta-hemolytic activity (Semedo et al., 2003).

Gelatinase activity was not detected in any of the iso-
lates (Table 1). This result is consistent with the findings 
for Lactobacillus isolates of other researchers (Aarti and 
Khusro et al., 2019; Mami et al., 2019; Abouloifa et al., 
2020; Saif and Sakr, 2020; Banwo et al., 2021). As stated by 
the Food and Agriculture Organization (FAO) and EFSA, 
no strains with hemolytic/gelatinase activity are allowed 
to be used in food production (FAO, 2006; EFSA, 2012).

Detection of virulence factors
Virulence factors are effector molecules that increase the 
disease-causing effect of microorganisms. Except for some 
L. rhamnosus strains, which are opportunistic pathogens, 
Lactobacillus species are not considered pathogenic for 
humans (EFSA, 2007). Despite the general acceptance 
of lactobacilli as safe, it is important to investigate the vi-
rulence factors of lactobacilli due to their potential appli-
cations in food products because these genes are usually 
plasmid encoded and there is a risk of transmission to in-
testinal pathogens (Eaton and Gasson, 2001). In this study, 
the acm gene was detected in three (10%) and efaAfs in 
one (3.33%) of the isolates. The gelatinase (gelE), cell wall 
adhesion (efaAfm), sex pheromones (cpd, cob, ccf, cad), 
collagen-binding protein (ace), aggregation protein (agg), 
cytolysin (cylM, cylB, cylA), hyaluronidase (hyl) genes 
were found in none of the isolates (Table 1). Previous study 
on the virulence factor genes in Lactobacillus has found 
that isolates either do not have any virulence factor genes 
or have a low rate of them, which is consistent with our 
findings (Dos Santos et al. 2015; Sanchart et al., 2016; Li 
et al., 2017; Saelim et al., 2017; Arellano et al., 2020). The 
collagen-binding proteins Ace and Acm are encoded by 
the ace and acm genes, respectively (Rich et al., 1999; Nal-
lapareddy et al., 2008). Collagen-binding proteins, which 
play an important role in colonization, are effective on en-
docarditis in previous studies (Nallapareddy et al., 2008; 
Singh et al., 2010). It has also been reported that ace prote-
ins facilitate binding to collagen during infections (Girish 
and Kemparaju, 2007). Efa is an important colonization 
factor (Kafil et al., 2016), and it also plays an important 
role in biofilm formation (Kafil et al., 2016; Beomidehagh 
et al., 2018; Narenji et al., 2020). In particular, efaAfs has 
been reported to play a pathological role in animal mo-
dels (Eaton and Gasson, 2001). Similar to our results, the 
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presence of the ace gene in one L. rhamnosus and three L. 
plantarum strains isolated from artisanal Coalho cheeses 
was reported by Dos Santos et al. (2015). De Moraes et 
al. (2017) detected the efaA in the L. mucosae CNPC009 
strain isolated from goat milk. Furthermore, Motahari et 
al. (2017) indicated that both the ace and efaAfs genes were 
found in the L. pentosus 22C strain isolated from Iranian 
traditional yogurt. According to the results of this study, 
gelatinase activity was not found in any of the isolates. 
This was in line with the fact that the gelE gene was not 
found in the isolates. In the same way, the lack of cylA, 
cylB, and cylM genes in isolates and the absence of hemo-
lytic activity in isolates support one another.

Detection of biofilm production genes
The presence of biofilm production associated genes en-
coding extracellular surface protein (espfm, espfs), endo-
carditis and biofilm-associated pili (ebpA, ebpB, ebpC), 
and D-alanine lipotaichoic acid (dltA) was not detected 
in isolates (Table 1). Similar to the data obtained in our 
study, some researchers reported that the Lactobacillus 
isolates did not have the esp gene (Jeronymo-Ceneviva et 
al., 2014; Todorov et al., 2017; De Souza et al., 2019). Bio-
film-associated pili (Ebp) are among the virulence factors 
that play an important role in biofilm formation and endo-
carditis development in E. faecalis (Nallapareddy et al., 
2006). Similar to the data obtained in our study, Landeta 
et al. (2013) reported that the ebpA gene was not found 
in L. paracasei, L. plantarum, and L. sakei strains, isola-
ted from dry-cured sausages. Teichoic acids are molecules 
found in the cell-wall of Gram-positive bacteria. Com-
monly, it consists of variable-length polyglycerol phospha-
te or polyribitol phosphate chains substituted by glycosyl 
residues, D-alanyl esters, or both. Studies on dlt mutants 
show that D-alanyl ester reduction of teichoic acid affects 
various phenotypes in Gram-positive bacteria, especially 
biofilm production (Walter et al., 2007). The dlt operon 
has been extensively studied in enterococci isolates (Fa-
bretti et al., 2006; Wang et al., 2015). However, there are 
limited studies on the presence and effects of the dltA 
gene in Lactobacillus isolates. Along with that, it has been 
reported that d-alanylation of teichoic acid is an important 
cell function for the survival of L. reuteri in acidic environ-
ments and  other adverse stomach conditions (Walter et al., 
2007). The biofilm formed by lactobacilli has been mostly 
studied in terms of the survival of probiotic bacteria and 
interaction with the host. Some researchers state that bio-
film formation of starter cultures is a positive feature, as it 
will prevent the adhesion of pathogens and spoilage bacte-
ria by providing colonization of starter cultures (Leriche 
and Carpentier, 2000; Lebeer et al., 2007). However, bio-
film formation is undesirable because of the potential pro-
blems it creates in the food industry, and biofilm-forming 
isolates are more resistant to antimicrobials (Radovanovic 
et al., 2020). In studies conducted by different researchers, 
biofilm production has been reported in lactobacilli (Lan-
deta et al., 2013; Zhang et al., 2013; Sun et al., 2020).

Detection of biogenic amine production and amino 
acid decarboxylase genes
Phenotypic decarboxylase activity tests indicated that only 
the Lactilactobacillus curvatus DYB17 strain decarbo-
xylated tyrosine, but other strains did not decarboxylate 
any of the precursor amino acids used in this study. The-
se results showed 100% corelation with the PCR results 
(Table 1). The tyrosine decarboxylase gene tdc was detec-

ted only in the Lactilactobacillus curvatus DYB17 strain. 
The amino acid decarboxylase genes tdc, hdc, odc, or ldc 
were not detected in any of the other strains. Similar to 
our results, De Moraes et al. (2017) reported that the tdc 
gene was detected only in the L. mucosae CNPC009 strain 
among three L. mucosae isolates. Previously, biogenic 
amine production was not detected in Lactobacillus spe-
cies isolated from food samples (Lee et al., 2011; Zhang 
et al., 2012; Yüceer and Özden Tuncer, 2015; Sanchart et 
al., 2016; Arellano et al., 2020). On the other hand, the 
presence of biogenic amin producer Lactobacillus strains 
was detected in wine (Bonnin-Jusserand et al., 2012), 
sausage (Pircher et al., 2007; Moracanin et al., 2015) and 
cheese (Pircher et al., 2007; Diaz et al., 2016). Biogenic 
amine production is associated with food fermentation 
(Shiling et al., 2015) and causes serious health problems if 
consumed in high amounts (Arellano et al., 2020). Except 
for Lactilactobacillus curvatus DYB17, all isolates were 
found to be safe in terms of biogenic amine production.

Conclusion

The isolates were found to be susceptible to most of the 
clinically important antibiotics. Only the vanX gene was 
detected in isolates, and none of the isolates contained 
transferrable antibiotic resistance genes examined in 
this study. When disk diffusion results and MIC values 
of the isolates were compared, a 10% very major error 
was found. The results of this study showed that the disk 
diffusion test should be supported by the MIC test in the 
investigation of vancomycin resistance in lactobacilli. As 
a result of the analysis in which the safety evaluation of 
isolates was performed, it was determined that they had a 
generally low-risk profile. These results are an advantage 
in terms of consumer health. Isolates that are shown to be 
safe for human consumption in future research may then 
be studied for their technological and probiotic capabili-
ties to assess their use in the food industry.

Funding

This study was supported by the Scientific Research Fund 
of Isparta University of Applied Sciences with project no. 
2020-BTAP1-0079. 

Conflict of interest

The authors declare no conflicts of interest.

ORCID

Didem Akpınar Kankaya: 0000-0002-1091-6210
Banu Özden Tuncer: 0000-0001-9678-4441
Yasin Tuncer: 0000-0002-2075-5027 

References
Aarti C, Khusro, A (2019): Functional and technological proper-

ties of exopolysaccharide producing autochthonous Lactoba-
cillus plantarum strain AAS3 from dry fish based fermented 
food. LWT - Food Sci Technol 114:108387.

Ausgabe für imr:livelyzachary

Ausgabe für imr:livelyzachary

Die Inhalte sind urheberrechtlich geschützt. Eine Weitergabe an unberechtigte Dritte ist untersagt.

Die Inhalte sind urheberrechtlich geschützt. Eine Weitergabe an unberechtigte Dritte ist untersagt.



Journal of Food Safety and Food Quality 74, Heft 4 (2023), Seiten 101–128116

The contents are protected by copyright. The distribution by unauthorized third parties is prohibited.

Abed TA (2013): Evaluation of methods for the extraction and 
purification of DNA of cultured Lactobacillus colony isola-
ted from dairy products. Int J Appl Microbiol Biotechnol Res 
1:20-25.

Abouloifa H, Rokni Y, Bellaouchi R, Ghabbour N, Karboune 
S, Brasca M, Ben Salah R, Chihib NE, Saalaoui E, Asehraou 
A (2020): Characterization of probiotic properties of antifun-
gal Lactobacillus strains isolated from traditional fermenting 
green olives. Probiotics Antimicrob Proteins 12(2):683-696. 

Akpınar Kankaya D, Tuncer Y (2020): Antibiotic resistance in 
vancomycin-resistant lactic acid bacteria (VRLAB) isolated 
from foods of animal origin. J Food Process Pres 44(6):e14468. 

Ammor MS, Flórez AB, Mayo B (2007): Antibiotic resistance in 
non-enterococcal lactic acid bacteria and bifidobacteria. Food 
Microbiol 24(6):559-570. 

Ammor MS, Flórez AB, Van Hoek AH, Clara G, Aarts HJ, 
Margolles A, Mayo B (2008): Molecular characterization of 
intrinsic and acquired antibiotic resistance in lactic acid bacte-
ria and bifidobacteria. J Mol Microbiol Biotechnol 14(1-3):6-
15. 

Anisimova EA, Yarullina, DR (2019): Antibiotic resistance of 
Lactobacillus strains. Curr Microbiol 76(12):1407-1416. 

Arellano K, Vazquez J, Park H, Lim J, Ji Y, Kang HJ, Cho 
D, Jeong HW, Holzapfel WH (2020): Safety evaluation and 
whole-genome annotation of Lactobacillus plantarum strains 
from different sources with special focus on isolates from 
green tea. Probiotics Antimicrob Proteins 12(3):1057-1070. 

Bacha K, Mehari T, Ashenafi M (2010): Antimicrobial suscepti-
bility patterns of lab isolated from Wakalim, a traditional Et-
hiopian fermented sausage. J Food Safety 30(1):213-223. 

Badr S, Karem A, Hussein H, ElHadedy D (2005): Characte-
rization of nisin produced by Lactococcus lactis. Int J Agric 
Biol 7(3):499-503. 

Banwo K, Alonge Z, Sanni AI (2021): Binding capacities and 
antioxidant activities of Lactobacillus plantarum and Pichia 
kudriavzevii against cadmium and lead toxicities. Biol Trace 
Elem Res 199(2):779-791. 

Belgacem ZB, Abriouel H, Omar NB, Lucas R, Martínez
Canamero M, Gálvez A, Manai M (2010): Antimicrobial 
activity, safety aspects, and some technological properties of 
bacteriocinogenic Enterococcus faecium from artisanal Tuni-
sian fermented meat. Food Control 21(4):462-470. 

Beomidehagh M, Rezaee MA, Ganbarov K, Jafari F, Hasani A, 
Alizadeh N, Tanomand A, Kafil HS (2018): Effect of acidic 
and alkali shocks on expression of efaA gene in Enterococ-
cus faecalis, isolated from root canal infection. Cell Mol Biol 
64(13):1-5. 

Bernardeau M, Guguen M, Vernoux JP (2006): Beneficial lac-
tobacilli in food and feed: long-term use, biodiversity and 
proposals for specific and realistic safety assessments. FEMS 
Microbiol Rev 30(4):487-513. 

Bernardeau M, Vernoux JP, HenriDubernet S, Guéguen M 
(2008): Safety assessment of dairy microorganisms: the Lac-
tobacillus genus. Int J Food Microbiol 126(3):278-285. 

BonninJusserand M, Grandvalet C, Rieu A, Weidmann S, Ale
xandre H (2012): Tyrosine-containing peptides are precur-
sors of tyramine produced by Lactobacillus plantarum strain 
IR BL0076 isolated from wine. BMC Microbiol 12(1):1-11. 

BoverCid S, Holzapfel WH (1999): Improved screening proce-
dure for biogenic amine production by lactic acid bacteria. Int 
J Food Microbiol 53(1):33-41. 

Camargo ILBC, Gilmore MS, Darini ALC (2006): Multilocus 
sequence typing and analysis of putative virulence factors 
in vancomycin-resistant and vancomycin-sensitive Entero-
coccus faecium isolates from Brazil. Clin Microbiol Infect 
12(11):1123-1130. 

Cancilla MR, Powell IB, Hillier AJ, Davidson BE (1992): Rapid 
genomic fingerprinting of Lactococcus lactis strains by arbi-
trarily primed polymerase chain reaction with 32P and fluore-
scent labels. Appl Environ Microb 58(5):1772-1775. 

Cariolato D, Andrighetto C, Lombardi A (2008): Occurrence of 
virulence factors and antibiotic resistances in Enterococcus 
faecalis and Enterococcus faecium collected from dairy and 
human samples in North Italy. Food Control 19(9):886-892. 

Charteris WP, Kelly PM, Morelli L, Collins JK (1998): Anti-
biotic susceptibility of potentially probiotic Lactobacillus spe-
cies. J Food Protect 61(12):1636-1643.

Chiriac AM, Rerkpattanapipat T, Bousquet PJ, Molinari N, De
moly P (2017): Optimal step doses for drug provocation tests 
to prove beta-lactam hypersensitivity. Allergy 72(4):552-561. 

CLSI, Clinical and Laboratory Standards Institute (2016): Per-
formance standards for antimicrobial disk susceptibility tests; 
twenty-six informational supplement. M100-S26, Wayne, PA: 
Clinical & Laboratory Standards Institute.

Comerlato CB, Resende MCCD, Caierão J, d‘Azevedo PA 
(2013): Presence of virulence factors in Enterococcus faecalis 
and Enterococcus faecium susceptible and resistant to vanco-
mycin. Mem I Oswaldo Cruz 108:590-595. 

Comunian R, Daga E, Dupré I, Paba A, Devirgiliis C, Piccioni, 
V., Perozzi G, Zonenschain D, Rebecchi A, Morelli L, De 
Lorentiis A, Giraffa, G (2010): Susceptibility to tetracycline 
and erythromycin of Lactobacillus paracasei strains isolated 
from traditional Italian fermented foods. Int J Food Microbiol 
138(1-2):151-156. 

Courvalin P (2006a): Antibiotic resistance: the pros and cons of 
probiotics. Digest Liver Dis 38:261-265. 

Courvalin P (2006b): Vancomycin resistance in gram-positive 
cocci. Clin Infect Dis 42(1):25-34.  

Das DJ, Shankar A, Johnson JB, Thomas S (2020): Critical 
insights into antibiotic resistance transferability in probiotic 
Lactobacillus. Nutrition 69:110567. 

Davies J, Davies D (2010): Origins and evolution of antibiotic 
resistance. Microbiol Mol Biol R 74(3):417-433. 

De Las Rivas B, Marcobal A, Carrascosa AV, Munoz R (2006): 
PCR detection of foodborne bacteria producing the biogenic 
amines histamine, tyramine, putrescine, and cadaverine. J 
Food Protect 69(10):2509-2514. 

De Moraes GMD, de Abreu LR, do Egito AS, Salles HO, da 
Silva LMF, Nero LA, Todorov SD, Dos Santos, KMO (2017): 
Functional properties of Lactobacillus mucosae strains isola-
ted from Brazilian goat milk. Probiotics Antimicrob Proteins 
9(3):235-245. 

De Souza BMS, Borgonovi TF, Casarotti SN, Todorov SD, 
Penna ALB (2019): Lactobacillus casei and Lactobacillus 
fermentum strains isolated from mozzarella cheese: probiotic 
potential, safety, acidifying kinetic parameters and viability 
under gastrointestinal tract conditions. Probiotics Antimicrob 
Proteins 11(2):382-396. 

Delgado S, O’Sullivan, E, Fitzgerald G, Mayo, B (2007): Sub-
tractive screening for probiotic properties of Lactobacillus 
species from the human gastrointestinal tract in the search for 
new probiotics. J Food Sci 72(8):310-315.

Demirgül F, Tuncer Y (2017): Detection of antibiotic resistan-
ce and resistance genes in enterococci isolated from sucuk, a 
traditional Turkish dry-fermented sausage. Korean J Food Sci 
Anim Resour 37(5): 670-681.

Depardieu F, Perichon B, Courvalin P (2004): Detection of the 
van alphabet and identification of enterococci and staphylo-
cocci at the species level by multiplex PCR. J Clin Microbiol 
42(12):5857-5860. 

Diaz M, Del Rio B, SanchezLlana E, Ladero V, Redruello B, 
Fernández M, Martin C, Alvarez MA (2016): Histamine-
producing Lactobacillus parabuchneri strains isolated from 
grated cheese can form biofilms on stainless steel. Food Mi-
crobiol 59:85-91. 

Donlan RM (2002): Biofilms: microbial life on surfaces. Emerg 
Infect Dis 8(9):881. 

Dos Santos KMO, Vieira ADS, Buriti FCA, do Nascimento 
JCF, de Melo MES, Bruno LM, Borges MF, Rocha CRC, 
Lopes ACS, Franco BDGM, Todorov SD (2015): Artisanal 
Coalho cheeses as source of beneficial Lactobacillus planta-
rum and Lactobacillus rhamnosus strains. Dairy Sci Technol 
95(2):209-230. 

Dugassa J, Shukuri N (2017): Review on antibiotic resistance and 
its mechanism of development. J Health Med Nurs, 1(3):1-17. 

DutkaMalen S, Evers S, Courvalin P (1995): Detection of 
 glycopeptide resistance genotypes and identification to the 
species level of clinically relevant enterococci by PCR. J Clin 
Microbiol 33(1):24-27. 

Eaton TJ, Gasson, MJ (2001): Molecular screening of Entero-
coccus virulence determinants and potential for genetic ex-
change between food and medical isolates. Appl Environ Mi-
crob 67(4):1628-1635. 

Edwards U, Rogall T, Blöcker H, Emde M, Böttger EC (1989): 
Isolation and direct complete nucleotide determination of 

Ausgabe für imr:livelyzachary

Ausgabe für imr:livelyzachary

Die Inhalte sind urheberrechtlich geschützt. Eine Weitergabe an unberechtigte Dritte ist untersagt.

Die Inhalte sind urheberrechtlich geschützt. Eine Weitergabe an unberechtigte Dritte ist untersagt.



117Journal of Food Safety and Food Quality 74, Heft 4 (2023), Seiten 101–128

The contents are protected by copyright. The distribution by unauthorized third parties is prohibited.

entire genes. Characterization of a gene coding for 16S ribo-
somal RNA. Nucleic Acids Res 17(19):7843-7853. 

Eid R, Jakee JE, Rashidy A, Asfour H, Omara S, Kandil MM, 
Mahmood Z, Hahne J, Seida, AA (2016): Potential antimi-
crobial activities of probiotic Lactobacillus strains isolated 
from raw milk. J Probiotics Health 4(2):138. 

Eliopoulos GM, Gold HS (2001): Vancomycin-resistant enter-
ococci: mechanisms and clinical observations. Clin Infect Dis 
33(2):210-219. 

European Food Safety Authority (EFSA) (2012): EFSA Panel 
on Additives and Products or Substances used in Animal 
Feed (FEEDAP). Guidance on the assessment of bacterial 
susceptibility to antimicrobials of human and veterinary im-
portance. EFSA Journal 10(6):10, 2740.

European Food Safety Authority (EFSA) (2011): EFSA Pa-
nel on Biological Hazards (BIOHAZ); Scientific opinion on 
risk based control of biogenic amine formation in fermented 
foods. EFSA Journal 9(10):93, 2393.  

European Food Safety Authority (EFSA) (2007): Introduction 
of a Qualified Presumption of Safety (QPS) approach for as-
sessment of selected microorganisms referred to EFSA-Opi-
nion of the Scientific Committee. EFSA Journal 5(12):587. 

European Food Safety Authority (EFSA) (2005): The EFSA‘s 
2nd Scientific Colloquium Report-Qps. EFSA Supporting 
Publications 2(2):109E.

Fabretti F, Theilacker C, Baldassarri L, Kaczynski Z, Kropec 
A, Holst O, Huebner J (2006): Alanine esters of enterococcal 
lipoteichoic acid play a role in biofilm formation and resistan-
ce to antimicrobial peptides. Infect Immun 74(7):4164-4171. 

Fisher K, Phillips C (2009): The ecology, epidemiology and viru-
lence of Enterococcus. Microbiology 155(6):1749-1757. 

Food and Agriculture Organization (FAO) (2006): Probiotic 
in Food: Health and Nutrition Properties and Guidelines for 
Evaluation; FAO Food Nutrition Paper; FAO: Roma, Italy, 
Volume 85, 56p.

Franz CMAP, Cho GS, Holzapfel WH, Gálvez A (2010): Safety 
of Lactic Acid Bacteria. In: Mozzi F, Raya RR, Vignolo GM 
(Eds.), Biotechnology of Lactic Acid Bacteria Novel Applica-
tions. Wiley-Blackwell, 341-361.

Fraqueza MJ (2015): Antibiotic resistance of lactic acid bacteria 
isolated from dry-fermented sausages. Int J Food Microbiol 
212:76-88. 

GarciaMigura L, Liebana E, Jensen LB (2007): Transposon 
characterization of vancomycin-resistant Enterococcus faeci-
um (VREF) and dissemination of resistance associated with 
transferable plasmids. J Antimicrob Chemoth 60(2):263-268. 

Georgieva R, Yocheva L, Tserovska L, Zhelezova G, Stefanova 
N, Atanasova A, Danguleva A, Ivanova G, Karapetkov N, 
Rumyan N, Karaivanova, E (2015): Antimicrobial activity 
and antibiotic susceptibility of Lactobacillus and Bifidobac-
terium spp. intended for use as starter and probiotic cultures. 
Biotechnol Biotechnol Equip 29(1):84-91. 

Girish KS, Kemparaju K (2007): The magic glue hyaluronan 
and its eraser hyaluronidase: a biological overview. Life Sci 
80(21):1921-1943. 

Goldstein EJ, Tyrrell KL, Citron DM (2015): Lactobacillus spe-
cies: taxonomic complexity and controversial susceptibilities. 
Clin Infect Dis 60(2):98-107. 

GrazioliGauthier L, Rigamonti E, Leo LA, Lucchinic GM, 
Priore EL, Bernascon, E (2022): Lactobacillus jensenii mit-
ral valve endocarditis: Case report, literature review and new 
perspectives. IDCases 27:e01401.

Gueimonde M, Sánchez BG, de los ReyesGavilán C, Margol
les A (2013): Antibiotic resistance in probiotic bacteria. Front 
Microbiol 4:202. 

Guo H, Pan L, Li L, Lu J, Kwok L, Menghe B, Zhang H, Zhang 
W (2017): Characterization of antibiotic resistance genes 
from Lactobacillus isolated from traditional dairy products. J 
Food Sci 82(3):724-730. 
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